4 5 6 7 8 9 10 11 x 10^4

-18000

-16000

-14000

-12000

-10000

-8000

-6000

-4000

-2000

0

Scer chr17

Q0130 (OLI1) tS(UGA)Q2 (TS(UGA)Q2)

Q0140 (VAR1)

Q0142

Q0143

Q0144

21S_rRNA_3 (21S_RRNA_3)

Q0160 (SCEI)

21S_rRNA_4 (21S_RRNA_4) tT(UGU)Q1 (TT(UGU)Q1) tC(GCA)Q (TC(GCA)Q) tH(GUG)Q (TH(GUG)Q)

Q0182 tL(UAA)Q (TL(UAA)Q) tQ(UUG)Q (TQ(UUG)Q) tK(UUU)Q (TK(UUU)Q) tR(UCU)Q1 (TR(UCU)Q1) tG(UCC)Q (TG(UCC)Q) tD(GUC)Q (TD(GUC)Q) tS(GCU)Q1 (TS(GCU)Q1) tR(ACG)Q2 (TR(ACG)Q2) tA(UGC)Q (TA(UGC)Q) tI(GAU)Q (TI(GAU)Q) tY(GUA)Q (TY(GUA)Q) tN(GUU)Q (TN(GUU)Q)

TM(CAU)Q1 (TM(CAU)Q1)

Q0250 (COX2)

Q0255 tF(GAA)Q (TF(GAA)Q) tT(XXX)Q2 (TT(XXX)Q2) tV(UAC)Q (TV(UAC)Q)

Q0275 (COX3) tM(CAU)Q2 (TM(CAU)Q2)

9S_rRNA_5 (9S_RRNA_5)

Q0297

Smik contig1544

TyElmt_64 hits at 54%

TyElmt_86 hits at 55%

Smik contig7

YBR112C

Sbay contig957

TyElmt_28 hits at 62%

TyElmt_4 hits at 56%

TyElmt_6 hits at 55%

YAR014C

NoHit383

NoHit382

NoHit380

YAR028W

NoHit378

NoHit374

YAR027W

YAR008W

YAR007C

YAR003W

YAR002C-A

YAR002W

Scer Chr17 tile 2 positions 50kbp to 85kbp aligned against Spar Smik Sbay