-2 -1 0 1 2 3 4 5 6 x 10^4 -3

-2.5

-2

-1.5

-1

-0.5

0 x 10^4

Scer chr17

9S_rRNA_1 (9S_RRNA_1) tP(UGG)Q (TP(UGG)Q)

Q0010

Q0017

15S_rRNA_2 (15S_RRNA_2) tW(UCA)Q (TW(UCA)Q)

Q0032

Q0050 (AI1)

Q0055 (AI2)

Q0060 (AI3)

Q0065 (AI4)

Q0070 (AI5_ALPHA)

Q0045 (COX1)

Q0075 (AI5_BETA)

Q0080 (AAP1)

Q0085 (ATP6)

Q0092 tE(UUC)Q (TE(UUC)Q)

Q0110 (BI2)

Q0115 (BI3)

Q0120 (BI4)

Q0105 (COB)

Q0130 (OLI1) tS(UGA)Q2 (TS(UGA)Q2)

Q0140 (VAR1)

Q0142

Q0143

Q0144

Spar contig315

YOL126C

YOL127W

YOL128C

YOL129W

YOL130W

YOL131W

YOL132W

YOL133W

YOL135C

NoHit19534

YOL136C

YOL137W

Smik contig949

YAR035W

YGL053W

YAR027W

ParYAR028W

NoHit458

YAR033W

TyElmt_24 hits at 53%

TyElmt_227 hits at 68%

Smik contig1544

TyElmt_64 hits at 54%

TyElmt_86 hits at 55%

Smik contig7

YBR112C

Sbay contig77

TyElmt_6 hits at 61%

YGL043W

NoHit8576

NoHit8574

YGL040C

Scer Chr17 tile 1 positions 0kbp to 50kbp aligned against Spar Smik Sbay