
https://docs.google.com/spreadsheets/d/1asV5qImFf3q3gxjbSCIgYiW1ctV_YJmdm1arn2bP048/edit?gid=10

35763666#gid=1035763666 (testing cost)

https://hail.zulipchat.com/#narrow/channel/223457-Hail-Batch-

support/topic/Way.20to.20reduce.20costs.20further/near/391208898 (chat about Hail batch machine type)

https://docs.google.com/spreadsheets/d/1asV5qImFf3q3gxjbSCIgYiW1ctV_YJmdm1arn2bP048/edit?gid=1035763666
https://docs.google.com/spreadsheets/d/1asV5qImFf3q3gxjbSCIgYiW1ctV_YJmdm1arn2bP048/edit?gid=1035763666
https://hail.zulipchat.com/
https://hail.zulipchat.com/


2023-12-25 

1. Completed BioX 18K imputation using Hail batch

a. Decreased expected cost after removing singletons from reference panel

i. Same concordance with “all variants from ref”

ii. 4-Standard-4 was the most efficient and time-reasonable

b. Glimpse2 imputation for BioX 18K using Hail batch

i. Hail batch machine type: 4core/ Standard memory/ 4 threads

ii. Input: 18K BGE BioX (EAS) crams

iii. Use of Glimpse2's ref-only mode 

1. if we want to use combined model (not yet released) in future, cromwell on terra would be better 

than hail batch since the job duration of hail batch becomes longer, the probability of failure in the 

hail batch increases

iv. Reference panel: chr1-chr22 from Singapore 5k without singleton (4cM chunks)
v. https://docs.google.com/spreadsheets/d/1asV5qImFf3q3gxjbSCIgYiW1ctV_YJmdm1arn2bP048/edit#gid=1481255298

c. Now, running average AF & aggregated INFO

https://docs.google.com/spreadsheets/d/1asV5qImFf3q3gxjbSCIgYiW1ctV_YJmdm1arn2bP048/edit




c4-standard-t4 is the most efficient,
but it’s still expensive 
because I calculated this expected 
cost based on the assumption of 
using bins with maximum size.

So, the actual cost has been lower  
than expected! 
-> $5,353.19
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